Key indicators: single-crystal X-ray study; T = 113 K; mean (C-C) = 0.005 Å; R factor = 0.067; wR factor = 0.157; data-to-parameter ratio = 13.4.
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Comment
In continuation of structural study of Mannich bases derivatives synthesized by reactions of the amino heterocycles and aromatic aldehydes in our group (Wang et al., 2011) , we present here the crystal structure of the title compound (Fig. 1) .
The bond lengths and angles in the molecule are found to have normal values comparable with those reported in the related 1,2,4-triazole-5(4H)-thione derivatives (Al-Tamimi et al., 2010; Fun et al., 2009; Tan et al., 2010; Wang et al., 2011) .
The C16 and C17 atoms in the 1,2,4-triazole ring show distorted Csp 2 hybridization states with the bond angles of 101.8 (3)°( N1-C16-N3), 129.5 (2)° (N3-C16-S1), 110.0 (3)° (N2-C17-N3) and 127.3 (3) ° (N2-C17-C18), which are similar to angles reported for other triazole derivatives (Zhao et al., 2010; Gao et al., 2011) . There are four phenyl or benzene rings in this structure. Phenyl ring attached to the 1,2,4-triazole ring forms the dihedral angles of 65.4 (2), 63.4 (2) and 62.2 (2)° with other three rings.
Experimental
The title compound was synthesized by the reaction of 4-methoxybenzaldehyde (2.0 mmol) and 3-(4-amino-3-phenyl-5-thioxo-4,5-dihydro-1H-1,2,4-triazol-1-yl)-1,3-diphenylpropan-1-one (2.0 mmol) in refluxing ethanol. The reaction progress was monitored via TLC. The resulting precipitate was filtered off, washed with cold ethanol, dried and purified to give the target product as colorless solid in 81% yield. Crystals suitable for single-crystal X-ray analysis were grown by slow evaporation of a solution in chloroform-ethanol (1:1).
Refinement
H atoms were positioned geometrically and refined as riding (C-H = 0.95-1.00 Å) and allowed to ride on their parent atoms, with U iso (H) = 1.2U eq (parent) or 1.5U eq (parent). 109.3 (2) N1-C16-S1 128.7 (2) C17-N3-N4 123.9 (2) N3-C16-S1 129.5 (2) C16-N3-N4 125.4 (2) N2-C17-N3 110.0 (3) C24-N4-N3 112.8 (2) N2-C17-C18 122.7 (3) C2-C1-C6 120.9 (4) N3-C17-C18 127.3 (3) C2-C1-H1 119.6 C19-C18-C23 119.2 (3) C6-C1-H1 119.6 C19-C18-C17 123.6 (3) C1-C2-C3 120.5 (4) C23-C18-C17 117.1 (3) C1-C2-H2 119.8 C20-C19-C18 119.9 (3) C3-C2-H2 119.8 C20-C19-H19 120.0 C4-C3-C2 119.8 (4) C18-C19-H19 120.0 C4-C3-H3 120.1 C19-C20-C21 120.8 (3) C2-C3-H3 120.1 C19-C20-H20 119.6 C3-C4-C5 120.0 (4) C21-C20-H20 119.6 C3-C4-H4 120.0 C20-C21-C22 119.5 (3) C5-C4-H4 120.0 C20-C21-H21 120.2 C6-C5-C4 121.0 (4) C22-C21-H21 120.2 C6-C5-H5 119.5 C23-C22-C21 120.4 (3) 
